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Senior Data Scientist, Bio-AI 

Company Overview 

MRM Health NV is a biopharmaceutical company focused on the discovery and development of 

innovative therapeutics based on the human microbiome. The company is based in a Center of 

Expertise for microbiome research and development in the biotech cluster in Ghent, Belgium, and has 

strategic partnerships with the VIB, and other top research groups in both microbiome analysis and 

ecology and in host biology and disease research. MRM Health combines several proprietary 

innovative technologies as its discovery engine, including direct access to the most advanced simulator 

of the human gut, the Simulator of the Human Intestinal Microbial Ecosystem (SHIME®), allowing to 

model the complete intestine and its microbiome in the lab, in both health and disease. MRM Health 

has developed a diversified pipeline, with MH002, a drug candidate for Inflammatory Bowel Disease 

(IBD), as its most advanced program. MH002 was successfully tested in phase 2a studies in both 

Ulcerative Colitis and Pouchitis and is in preparation for phase 2b and phase 3 development. 

The Company is strategically supported by strong local and international investors, including 
Ackermans & van Haaren, Biocodex, Athos, SFPIM, DuPont, Qbic II, BNP Paribas Fortis Private Equity 
and VIB. 

Position description 

We are seeking an exceptional, highly motivated Senior Data Scientist, Bio-AI to join our team in Ghent, 
Belgium. In this role, you will be a key architect of the CORAL platform. You will design, scale, and 
implement the cutting-edge metagenomic, machine-learning, and constraint-based metabolic 
modeling pipelines to support the design and optimization of our therapeutic consortia, and decode 
clinical multi-omics datasets from our own clinical trials. 

If you are passionate about applying systems biology, deep learning, and scalable cloud workflows to 
harness complex host-microbiome knowledge to accelerate the next generation of live biotherapeutics 
(LBPs), this is your opportunity to drive industry-shaping science. 

Main tasks and responsibilities:     

● SOTA Metagenomic & Strain-Phasing Workflows: Develop and maintain reproducible and 
scalable workflows for metagenomic de novo assembly and strain-resolved haplotype phasing. 

● Mechanistic ecosystem modeling (GEMs & ME-Models): Construct and simulate gut 
community models to design and optimize consortia for LBPs in silico 

● Host-Microbiome Whole-Body Integration: Scale predictions of metabolites by coupling 
community gut models to organ-resolved whole-body human metabolic reconstructions to 
model microenvironment cross-talk. 

● Clinical  Trial Analytics & Placebo Deconvolution: Design and execute the clinical 
bioinformatics pipeline for clinical trials and deploy strain-tracking toolkits to monitor the long-
term stability and persistence of the strains in patients over the treatment duration. 
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● Cloud Engineering & DevOps Infrastructure: Build, benchmark, and deploy automated, cloud-
hosted AI/ML and bioinformatics microservices in the cloud, utilizing Docker, Singularity, and 
native Virtualization container runtimes to optimize storage and computing footprints. 

● Collaborative Scientific Communication: Discuss findings within a multi-disciplinary team; 
contribute to intellectual property (IP) filings and peer-reviewed publications. 

Required Qualifications/Professional Experience 

● Education: PhD in Bioinformatics, Computational Biology, Systems Biology, Computer Science, 

or a related highly quantitative field, with at least 5 years of post-doc or professional industry 

experience in biopharma. 

● Metagenomics & Functional Profiling: Deep expertise in whole-genome shotgun (WGS) 

metagenomics, metatranscriptomics, and long-read sequencing. Proven proficiency in de novo 

assembly, MAG quality assessment, and state-of-the-art functional annotation engines. 

● Data Science and Machine Learning: 

○ Expert proficiency in Python (pandas, scikit-learn, PyTorch) and Unix/Linux shell 

scripting. 

○ Strong software engineering practices, including Git, CI/CD, and test-driven 

development (e.g., nf-test). 

○ Advanced knowledge of R (Tidyverse) and interactive visualization packages (Shiny, 

Plotly, Streamlit, etc). 

● Cloud Engineering & Pipelines: Proven experience building scalable workflow pipelines using 

Nextflow (DSL2) or Snakemake, container runtimes (Docker/Singularity), and cloud service 

providers (primarily AWS Batch/EC2/S3). 

● Systems Biology & Metabolic Modeling: Experience with constraint-based metabolic 

modeling and community modeling tools is a major asset. 

● Soft Skills: Strong collaborative mindset, excellent communication skills with the ability to 

summarize complex, multi-dimensional models to clinical or regulatory stakeholders, and a 

proactive, problem-solving approach. 

We offer a unique opportunity to shape a next-generation AI/ML platform at the intersection of 

systems biology and drug discovery. You will work in a fast-paced, highly collaborative environment 

alongside expert scientists in host biology and microbiome ecology and manufacturing. Your job title, 

level, and competitive compensation package will correspond directly to your experience, skills, and 

potential to drive our platform forward. 

 


